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Research advances and future scenarios of rice phenomics
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Abstract: Functional genomics and crop breeding have reached the large-scale and high-throughput stage.
Extraction and analysis of plant phenotypic information is essential for functional genomics and crop breeding. In
the past, extraction of plant phenotypic information has mainly relied on traditional manual measurement, which is
labor intensive, inefficient and error-prone, making growth investigation of large-scale plant population almost
impossible. Especially, manual measurement of some phenotypic information involves in destructive sampling, thus
it is unable for repeated inspection on the same plant. Plant phenomics has brought about new opportunities to
address these issues. In this review, we summarize recent studies and the challenges in plant phenomics.
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